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variants

CTCF-ChIA-PET
CTCF-ChIP-Seq

GR-ChIP-Seq

TBS amplicons

B
ra

in

450K probe location

PolII-ChIA-PET
Ensembl Reg Build

BRN.FET.F
BRN.FET.M

BRN.SUB.NIG
BRN.INF.TMP

BRN.ANT.CAUD
BRN.CING.GYR
BRN.ANG.GYR

BRN.NHA

BRN.HIPP.MID
BRN.PRFRNTL.CRTX

THYM.FET
THYM

BLD.MOB.CD34.PC.M
BLD.MOB.CD34.PC.F

BLD.CD8.MPC
BLD.CD8.NPC
BLD.CD56.PC

CD4.CD25I.CD127.TMEMPC

BLD.PER.MONUC.PC
BLD.CD14.MONO

CD4.CD25.CD127M.TREGPC
BLD.CD4.CD25M.TPC

CD4.CD25M.CD45RO.MPC
CD4.CD25M.CD45RA.NPC

BLD.CD4.NPC
BLD.CD4.MPC
BLD.CD34.CC
BLD.CD34.PC

CD4.CD25M.IL17M.PL.TPC
CD4.CD25M.IL17P.PL.TPC

BLD.CD3.PPC
BLD.CD3.CPC

BLD.CD15.PC
BLD.CD14.PC
BLD.GM12878

BLD.K562.CNCR
BLD.DND41.CNCR

BLD.CD19.CPC
BLD.CD19.PPC

LNG.IMR90
LNG.NHLF

SKIN.PEN.FRSK.FIB.01
SKIN.PEN.FRSK.FIB.02

SKIN.NHDFAD
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TAD3‘ proxE iTAD iGRE7 iGRE5.2 iGRE5.1 iGRE2 TSS TAD5‘

35,600,000 35,700,00035,500,000

variant 1 (NM_00417)

variant 2 (NM_001145775)

ARMC12

- Active TSS 

- Flanking active TSS 

- Transcription at 5‘ & 3‘ 

- Strong transcription 

- Weak transcription  

- Strong transcription 

- Enhancers  

- ZNF & repeats 

- Heterochromatin  

- Bivalent / poised TSS

- Flanking bivalent TSS/Enh  

- Bivalent / poised TSS

- Repressed Polycomb 

- Weak repressed Polycomb

- Quiescent / low 
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B
lo

od

B
ra

in

Fi
br

ob
la

st

100

90

80

70

60

50

40
30

20

10

0
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TSS
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TAD5‘


